
 

 



 

 



 

 



 

 



 

 



 

 

 



 

 



 

 



 

 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 



 

 

 

 


	Attributes of a Tox21 S1500+ Gene Set

Diversity: Capture the maximal expression variability and dynamics

Co-Expression: Capture the Sentinel genes with maximal co-expression information to represent members of nodes or networks

Maximal Pathway Coverage: Genes are included to ensure maximal biological pathway coverage



1500 “Sentinel” Genes Informatic Derived – S1500

Inclusion of toxicity and disease related genes: Specific genes selected for their reported roles in toxicity-related and disease-related
	BioSpyder TempO-Seq™ Technology


	S1500+ HT Transcriptomics - Gene Read Counts - Ramaiahgari
	Outline

Development of the S1500+ Gene Set

Evaluation of Performance of the Human S1500+ Gene Set

Evaluation of the S1500+ on the TempO-Seq HT-Transcriptomics (HTT) Platform

HTT Proof of Concept Study with an In Vitro Human Liver Organotypic Model

Future Directions


	Thank you! Questions?



