Various application of transcriptional profiling in regulatory toxicology

Tier 1
High-throughput in vitro transcriptomics

Tier 2
High-throughput screening

Tier 3
In vivo and organ model transcriptomics

Tier 4
Conventional tests
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But how to efficiently analyze and interpret toxicogenomic data?
po

Large gene lists Complex analyses and interpretations
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NTP: simplified pipeline

Identify transcriptomic
Large gene lists Hallmark signatures Point of Departure
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Expert panel questions

Models? Gene sets? Biological interpretation?

BMOLBMD

Gene sets?

Outcome

Filters?

Identify transcriptomic
Point of Departure

Gene lists Group median vs key gene
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